1961291 1961301 1961311 1961321 1961331 1961341 1961351 1961361 1961371 1972881 1972891 1972901 1972911 1972921 1972931 1972941 1972951 1972961
CCGT TGCCGCTGAAGACGGT ACTGGT GT TGT TCTCGT CGECGT CCAGGAGCT TGGCGAT GCCGGECCCCGEECT GCCGT GAGT AGGCT CTGAT TGCCCAGGT CGGTAT T TGECGECAGGCGCGECCECCEECGEEEECEET GGT AGCGECCGRECAACT TGGAT CCAGT CCACCGGT CTTCCCGEEECGEGAT GCATACAGGECGT
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1959961 1959971 1959981 1959991 1960001 1960011 1960021 1960031 1960041 1922271 1922281 1922291 1922301 1922311 1922321 1922331 1922341 1922351 1922361
CGGCGGT AGACGACCAT CCGCACGCGECECT GT TGT CCTCGCCAGGGECAGCT TGCT GACGGECGGT GT CGACGAACAGT CCGCCCGECT TCGAAAT GCCCT GCCTTCATCAAGT CGGT GGCCAGGGT GTGCCGGAAACGGT GCGGGEGT CATCCGCACCCCAACCT TCTCGGT CAACT TCCGGTACATGGCT TCGACT TGGT
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470911 470921 470931 470941 470951 470961 470971 470981 470991 1970011 1970021 1970031 1970041 1970051 1970061 1970071 1970081 1970091 1970101
AAGCCCGATACCT TGCGT COGT GBCCTCGT AT CGT CGGGT TGTACAGCAAGGCGGECCGAGCGCGRCCACT GGAAGGCCAT GCACAACT TGRCGAATCTTT CAGAGATTGCCGCCCTCGAGT AGCGCGAACGCT TGTCCT TTGGRGCAGACCAACGAT GT GBGECCGGCT CGAGCAT TGBCACGCT GGT CATCTGCACCTGGT
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1964171 1964181 1964191 1964201 1964211 1964221 1964231 1964241 1964251
TAGAACCAGGT GT CAGGCCGCCCCCGCT TCAT CCGCCGCAGGACGCGECT GCCGAT ACCCAGGCCGAGGECGCCGACCAGCAGCGCGCCCAGT GGAATGC

1971741 1971751 1971761 1971771 1971781 1971791 1971801 1971811 1971821
TGCGTCCAGCGAAAT CCTTTACCGAT GAACAGGT GT TCGT TGCT GACCGGCAT CTCGGCGCTGGT CATCGT GTACT TCGGCAGT CGGECGAAT GT TCCGCC

1946721 1946731 1946741 1946751 1946761 1946771 1946781 1946791 1946801
GGACGGGGT CAGCTCCTGCCAT TTCCCGGT CGAGGCAT CGCCCT CTCT CAGCT CGCCCGCCGGCCAGT AACCGTCCTTTGH * GAGCT GCGCGCAT GGGGA
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1970011 1970021 1970031 1970041 1970051 1970061 1970071 1970081 1970091
TTCCAGAGAT TGCCGCCCT CGAGT AGCGCGAACGCT TGT CCT T TGGGCAGACCAACGAT GT GGECCGECT CGAGCAT TGGCACGCTGGT CATCTGCACCT

1947001 1947011 1947021 1947031 1947041 1947051 1947061 1947071 1947081
TGCTCGGGAAT TCCATGCCGCCAGCCAAT GECGT CCAGT GT GCT GAGGAAAT AGGGCACCAGCGGEGEAAGGT GGCGCCAGGGECAAACGT ACCCAGAGECEC
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1946251 1946261 1946271 1946281 1946291 1946301 1946311 1946321 1946331
GCGTTCTGGATGACT GAGCCCATGATGT TCTGGAAACCCT GT GT GGCACCGT TGAGCT GGT TCT CCAGGGT GGT'GCTCAGGT TCATGT TTCCGCACATCA



1737811 1737821 1737831 1737841 1737851 1737861 1737871 1737881 1737891 3153651 3153661 3153671 3153681 3153691 3153701 3153711 3153721 3153731
AGCGCCAACGGGEGECCGCGAT TCAGACCACACAGAGCGT TGTAGCGT CACT GGAT CAGGGCGT GAAGGCGAT GT ACAGCGT GAAGCT CCAGGCCCAT GCCA GT GCTCATCCACAT CAACAACACCAAT CCCATCCT CGACACCGT TTCGGECCGAACGCGCCGAGCT GGAT GCCAGT GGCAT CGAAGT GGCCTGGGATGECA
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1959921 1959931 1959941 1959951 1959961 1959971 1959981 1959991 1960001 1960011 275061 275071 275081 275091 275101 275111 275121 275131
GGGTCCTGT CCGCGAAT CTGCGCAT CCTCCT TGOGGAT CCGRCGGET AGACGACCAT COGCACGCGECGCT GI TGT CCTCGCCAGGGCAGCT TGCTGACGG CGG* GCAGCT TGECCATGCCCACCGGEGT GGTGT TGACCAAT CCCTGGGECGTCGCCCAGRGH * * * * * * * * CGCCGGECCAGGT CGCTGCCGECEGAGCGCTC
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1960551 1960561 1960571 1960581 1960591 1960601 1960611 1960621 1960631 4860361 4860371 4860381 4860391 4860401 4860411 4860421 4860431 4860441
TCTTCGGGAGT GACT GCCGGT ACCGACT GAGGCT GT GT GCGACCGCGCAGAAGGGT TTGAAAAAGGCCCAT CAGT AGT CCT CCGT GCGCT CGCCCGRECAT TCTATAGT TTCGT TGAGCT CCGAGGT ATAGAAAAAT CTTCCTGCTAGT CGECTAAGCT TTCCCAGAT CCGT GAGGGAAGT TAGAT CTCTCCCGGCCCCAG
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